HIV CTL Epitopes

CONSENSUS-B

92US711.14
91US712.4
92US714.1
92US715.6
92US716.6
92US657.1
92HT593.1
92HT594.10
92HT596.4
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HEI4BL
HEI20BL
HEI22BL
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HEI28BL
ENVVA
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92UG005
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ETH2220
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93MW959.18
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SM145A
DJ259A
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BR91015A
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BU91004A

CONSENSUS-D
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92UG021.16
D2UG024W
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AG_92NG083.2 -----
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W---RN--T-----F-A--Q
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I-204
DEC 97

Nef Epitope 1
Epitope 1 WPTVRERM
CONSENSUS-B

CONSENSUS-A  --e----?

wptvrerm

U455 —E--K--
IBNG --K-MK--
SF1704 —E-—l
92UG037 Bl
Q23 “El---
CONSENSUS-B -
WR27 —-Al----
AD8 e
SF2 -SAl----
[
NL43 [ —
LW123 e
GLNEF3

GLNEF5

GLNEF6

BRVA

MN

SC

BAL1

JRCSF

JRFL

NH53

ovI

SF162
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HEI20BL -SA-----
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HEI39BL iy p—
HEI4BL --Al-D--
SF33 [y N—
SwWB84 —Al----
HAN e
D31 --Al----
RF . —
Yu2 0 e
YU e
BCSG3C -HA-----
P896 -Q-l----
5049501 S —
COL83A Y
E88NEF I
E9ONEF —Al----
E8INEF -
P102A13 -SA-----
P164A22 Y. N—
P166A10 -HV---m-
P171A10 -SK--mm-
P175A01 [ —
P192A13 ] —
P226A12 S
P227A16 -SA-----
P248A01 Y —
P357A01 S —
BO1 “TN-----
CD1 S
D8511 —Al----
D881 [ —
D901 Y N—
DH1 —e]--K-
El Al
LM1 S —
LSS1 -Se]-m-
RP12 G
RR1 --Al----
SF1

3202A12 -
3202A21 —-Al----
MANC e
WEAU160 —Al----
NEFCA iy
NEFCC ~  —ee-
P3799-1288-10 --------
P50069-100 R-Al----

(B8)



CONSENSUS-B

P50192-201
P50219-11
P50346-307
P50349-11
P50363-402
P50442-500
P50495-10
P50864-10
HXB2CG
NEO023
NEO44
NE100
NEFA
NEFB
NEFC
NEFD
NEFE
P135-1
P2615-1
P2900-2
P72L-12
P2-10
P40A-5
PD-13
AND1.DAT
DJ93A1.DAT
DJ937.DAT
PC934.DAT
HP83A1.DAT
HP95F1
HP94F1
HP93B1
BIB-1

Bl1-4
93JW-3
93LW-2
94JW-1
94LW-1
95JW-8
95LW-1
1062-1-NEF
u00220

CONSENSUS-C
93MW959.18
ETH2220
92BR025
AC_92RW009

CONSENSUS-D
ELI

Z6

NDK

847ZR085
94UG1141

CONSENSUS-E
93TH966.8
1-2

11-25
122-16
17-37
17-38
18-43
235-32
24-52

26-2

27-18
27-20

35-2

6-15

7-20

7-7

73-22
74-24
89-30

89-4

98-1
AE_90CF402
AE_CM240
9-58

=

=

T
i
-

CONSENSUS-E  ~Q-—i

AE_93TH253  --Q---I
CONSENSUS-F  --al--I
93BR0201 Al
93BR029.2 <Al-L
90CR056 Seles
CONSENSUS-G  --a-—|
92RU131.9 Aceee]
92NG083 —Ql---I
93NG003 A
CONSENSUS-O  -?7--7--
ANT70 AAeee
MVP5180 -SE--D--
CONSENSUS-CPZ --E--R-I
CPZGAB —E-R
I1-205

DEC 97

HIV CTL Epitopes

Nef Epitope 2-5

CONSENSUS-B  vgfpvrpgvplrpmt

Epitope # HLA
2 VGFPVTPQVPLRMT (A1,B8)
3 FPVTPQVPLR  (B7)

4 FPVRPQVPL (B35)

5 FPVRPQVPL (B*3501)

CONSENSUS-B  vgfpvrpgvplrpmt

CONSENSUS-A
U455

IBNG

SF1704
92UG037

Q23

CONSENSUS-B
WR27
AD8
SF2

LAI
NL43
LW123
GLNEF3
GLNEF5
GLNEF6
BRVA
MN

SC
BAL1
JRCSF
JRFL
NH53
ovI
SF162
CAM1
HEI20BL
HEI28BL
HEI39BL
HEI3BL
HEI4BL
SF33
SWB84
HAN
D31

RF

YU2
YU10
BCSG3C
P896
5049501
E88NEF
E9ONEF
E8INEF
P102A13
P164A22
P166A10
P171A10
P175A01
P192A13
P226A12
P227A16
P248A01
P357A01
BO1
CD1
D8511
D881
D901
DH1

El

LM1
LSS1
RP12
RR1
SF1
3202A12
3202A21
MANC




HIV CTL Epitopes

CONSENSUS-B  -------m--mmem-

WEAU160
NEFCA
NEFCC
P3799-1288-10
P50069-100
P50192-201
P50219-11
P50346-307
P50349-11
P50363-402
P50442-500
P50495-10
P50864-10
HXB2CG
NEO023
NEO44
NE100
NEFA
NEFB
NEFC
NEFD
NEFE
P135-1
P2615-1
P2900-2
P72L-12
P2-10
P40A-5
PD-13
AND1.DAT
DJ93A1.DAT
DJ937.DAT
PC934.DAT
HP83A1.DAT e
HP95F1
HP94F1
HP93B1
BIB-1
93JW-3
93LW-2
94JW-1
94LW-1
95JW-8
95LW-1
1062-1-NEF
u00220

CONSENSUS-C = —--mmmmmemeee
93MW959.18
ETH2220
92BR025
AC_92RWO009 --mmmmmmmmmmee-

CONSENSUS-D
ELI

Z6

NDK

847ZR085
94UG1141

CONSENSUS-E  -r-emememmmes
93TH966.8
1-2

11-25
122-16
17-37
17-38
18-43
235-32
24-52

26-2

27-18
27-20

35-2

6-15

7-20

7-7

73-22
74-24
89-30  eeeeeeeeees
89-4 e

CONSENSUS-E =~ —--------------

98-1

AE_90CF402
AE_CM240

9-58

AE_93TH253
CONSENSUS-F

93BR0201
93BR029.2
90CR056

CONSENSUS-G = =--mmmmmmmmeee

92RU131.9
92NG083
93NG003

CONSENSUS-O - Y SE—

ANT70
MVP5180

I-206
DEC 97

Nef Epitope 6-7

CONSENSUS-B rpgvplrpmty
Epitope # HLA
6 RPQVPLRPMTY (B35)

7 RPQVPLRPMTY (B*3501)
CONSENSUS-B rpgvplrpmty

CONSENSUS-A  —----------
U455
IBNG
SF1704
92UG037
Q23

CONSENSUS-B
WR27
AD8

SF2

LAI

NL43
Lw123
GLNEF3
GLNEF5
GLNEF6
BRVA
MN

SC

BAL1
JRCSF
JRFL
NH53
ovI
SF162
CAM1
HEI20BL
HEI28BL
HEI39BL
HEI3BL
HEI4BL
SF33
SWB84
HAN

D31

RF

YU2
YU10
BCSG3C
P896
5049501
COL83A
E88NEF
E9ONEF
E8INEF
P102A13
P164A22
P166A10
P171A10
P175A01
P192A13
P226A12
P227A16
P248A01
P357A01
BO1
CD1
D8511
D881
D901
DH1

El

LM1
LSS1
RP12
RR1

SF1
3202A12
3202A21
MANC
WEAU160 -




HIV CTL Epitopes

CONSENSUS-B  ----eeenee CONSENSUS-E  ---omreeeee :
NEFCA AE_90CF402 Nef Epltope 8-17
NEFCC AE_CM240 CONSENSUS-B  quplrpmtyk
P3799-1288-10 9-58 Epitope # HLA
P50069-100 AE_93TH253 8 QVPLRPMTYK (A3.1)
P50192-201 9 QVPLRPMTYK (B35)
P50219-11 CONSENSUS-F 10 QVPLRPMTYK (A2)
P50346-307 93BR0201 11 QVPLRPMTYK (A11)
P50349-11 93BR029.2 12 QVPLRPMTYK (A3)
P50363-402 90CR056 13 VPLRPMTYK (A11)
P50442-500 - 14 VPLRPMTY (B35)
P50495-10 AT 15 VPLRPMTY  (B*3501)
P50864-10 92NGO83 16 VPLRPMTY (A3)
HXB2CG ettt 17 PLRPMTYK (Al11)
NE023
NEO44 CONSENSUS-O [ — ? CONSENSUS-B qvplrpmtyk
NE100 ANT70 O
NEFA MVP5180 - F 8405'\éSENSUS'A
NEFB
NEFC CONSENSUS-CPZ -----T----- IBNG
NEFD CPZGAB - g p— SF1704
NEFE 92UG037
P135-1 Q23
P2615-1 CONSENSUS-B
P2900-2
WR27
P72L-12
ADS
p2-10 SE2
P40A-5 LAl
PD-13 NL43
AND1.DAT LW123
DJ93AL.DAT
GLNEF3
DJ937.DAT GLNEES
PC934.DAT GLNEFG
HP83ALDAT  -memeeeee BRVA
(R [=0e11 =5 T ——— MN
HP94F1 P
HP93B1 BALL
BIB-1
JRCSF
93JW-3
JRFL
93LW-2 NH53
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1062-1-NEF HEI28BL
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93MW059.18  -----meoev HEI4BL
ETH2220 SF33
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AC_92RWO009  ---mromeeen HAN
CONSENSUS-D  =--rmemmee- 2,3:1
ELI
%6 YU2
DK YU10
84ZR085 Eggﬁesc
94UG1141 5049501
CONSENSUS-E  --eermeme COL83A
93TH966.8 ESSNEF
1-2 E9ONEF
11-25 ESINEF
225 T — P102A13
%< 72— P164A22
17-38 P166A10
18-43 P171A10
235-32 P175A01
24-52 P192A13
26-2 P226A12
27-18 P227A16
27-20 P248A01
35-2 P357A01
6-15 BO1
7-20 cD1
7-7 D8511
73-22 D881
74-24 D901
89-30 DH1
89-4 El e
T I — Y ———
I-207

DEC 97



HIV CTL Epitopes

CONSENSUS-B

LSS1

RP12

RR1

SF1
3202A12
3202A21
MANC
WEAU160
NEFCA
NEFCC
P3799-1288-10
P50069-100
P50192-201
P50219-11
P50346-307
P50349-11
P50363-402
P50442-500
P50495-10
P50864-10
HXB2CG
NEO023
NEO44
NE100
NEFA
NEFB
NEFC
NEFD
NEFE
P135-1
P2615-1
P2900-2
P72L-12
P2-10
P40A-5
PD-13
AND1.DAT
DJ93A1.DAT
DJ937.DAT
PC934.DAT
HP83A1.DAT
HP95F1
HP94F1
HP93B1
BIB-1
93JW-3
93LW-2
94JW-1
94LW-1
95JW-8
95LW-1
1062-1-NEF
u00220

CONSENSUS-C
93MW959.18
ETH2220
92BR025
AC_92RW009

CONSENSUS-D
ELI

Z6

NDK

847ZR085

94UG1141 e

CONSENSUS-E
93TH966.8
1-2

11-25
122-16
17-37
17-38
18-43
235-32
24-52

26-2

27-18

27-20 R
352 A--

CONSENSUS-E
6-15

7-20

7-7

73-22

74-24

89-30

89-4

98-1
AE_90CF402
AE_CM240
9-58
AE_93TH253

CONSENSUS-F  ------mm--
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93BR029.2
90CRO056

CONSENSUS-G = ----------
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92NG083 -
93NG003 -

CONSENSUS-O  -------- 2-
ANT70
MVP5180
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CPZGAB T
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Nef Epitope 18
Epitope 18 RPMTYKAAL (B7)
CONSENSUS-B  rpmtykaa?

CONSENSUS-A
U455

IBNG

SF1704
92UG037

Q23

CONSENSUS-B
WR27
AD8
SF2

LAI
NL43
LW123
GLNEF3
GLNEF5
GLNEF6
BRVA
MN

SC
BAL1
JRCSF
JRFL
NH53
ovI
SF162
CAM1
HEI20BL
HEI28BL
HEI39BL
HEI3BL
HEI4BL
SF33
SWB84
HAN
D31

RF

YU2
YU10
BCSG3C
P896
5049501
COL83A
E88NEF
E9ONEF
E8INEF
P102A13
P164A22
P166A10
P171A10
P175A01
P192A13
P226A12
P227A16
P248A01
P357A01
BO1
CD1
D8511
D881
D901
DH1

El

LM1
LSs1
RP12
RR1
SF1
3202A12
3202A21
MANC
WEAU160
NEFCA ---SR-xR
NEFCC ----SR--R
P3799-1288-10 ------ G-V




CONSENSUS-B

P50069-100
P50192-201
P50219-11
P50346-307
P50349-11
P50363-402
P50442-500
P50495-10
P50864-10
HXB2CG
NEO023
NEO44
NE100
NEFA
NEFB
NEFC
NEFD
NEFE
P135-1
P2615-1
P2900-2
P72L-12
P2-10
P40A-5
PD-13
AND1.DAT
DJ93A1.DAT
DJ937.DAT
PC934.DAT
HP83A1.DAT
HP95F1
HP94F1
HP93B1
BIB-1

Bl1-4
93JW-3
93LW-2
94JW-1
94LW-1
95JW-8
95LW-1
1062-1-NEF
u00220

CONSENSUS-C =~ ---------
93MW959.18
ETH2220
92BR025
AC_92RWO009 -------- \V

CONSENSUS-D - e-v
ELI

z6

NDK
84ZR085
94UG1141

CONSENSUS-E
93TH966.8

1-2

11-25

122-16

17-37

17-38

18-43

235-32

24-52

26-2

27-18 —-F-G-F
27-20 ---F-GVF
35-2 -—-A--G-F
6-15 - G-F
7-20 ----F-G-S
7-7 -—---F-G-F
73-22 -——-F-G-F
2 E— F
89-30 ----F-G-F
89-4 ---F-E-F
98-1 - G-F
AE_90CF402 - G-F
AE_CM240 - G-F

CONSENSUS-E =~ -~ g-f
9-58 e G-F
AE_93TH253 ------ G-F
CONSENSUS-F =~ ------ G--
93BR0O201 - G-V
93BR029.2 ------ G-L
90CR056 - G-F
CONSENSUS-G = -------- F
92RU131.9 ----F-S-F
92NG083

93NG003 - F
CONSENSUS-O

ANT70

MVP5180
CONSENSUS-CPZ -------- F
CPZGAB - E
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HIV CTL Epitopes

Nef Epitope 19-20

CONSENSUS-B  aa?dIShFlkek

Epitope # HLA
19 AAVDLSHFLKEK (A11)
20 AVDLSHFLK  (Al11)

CONSENSUS-B  aa?dIShFlkek

CONSENSUS-A
U455

IBNG

SF1704
92UG037

Q23

CONSENSUS-B
WR27
AD8

SF2

LAI

NL43
Lw123
GLNEF3
GLNEF5
GLNEF6
BRVA
MN

SC

BAL1
JRCSF
JRFL
NH53
ovI
SF162
CAM1
HEI20BL
HEI28BL
HEI39BL
HEI3BL
HEI4BL
SF33
SWB84
HAN

D31

RF

YU2
YU10
BCSG3C
P896
5049501
COL83A
E88NEF
E9ONEF
E8INEF
P102A13
P164A22
P166A10
P171A10
P175A01
P192A13
P226A12
P227A16
P248A01
P357A01
BO1
CD1
D8511
D881
D901
DH1

El

LM1
LSS1
RP12
RR1

SF1
3202A12
3202A21
MANC
WEAU160




HIV CTL Epitopes

CONSENSUS-B

NEFCA
NEFCC

P50069-100
P50192-201
P50219-11
P50346-307
P50349-11
P50363-402
P50442-500
P50495-10
P50864-10
HXB2CG
NEO023
NEO44
NE100
NEFA
NEFB
NEFC
NEFD
NEFE
P135-1
P2615-1
P2900-2
P72L-12
P2-10
P40A-5
PD-13
AND1.DAT
DJ93A1.DAT
DJ937.DAT
PC934.DAT
HP83A1.DAT
HP95F1
HP94F1
HP93B1
BIB-1

Bl1-4
93JW-3
93LW-2
94JW-1
94LW-1
95JW-8
95LW-1
1062-1-NEF
u00220

CONSENSUS-C = ------ —
ETH2220 S S —

92BR025 -VV---F--E--
AC_92RW009 R V2N =

CONSENSUS-D  e-v---------
ELI
Z6
NDK
847ZR085 ) RK-
94UG1141 | SR V/—

CONSENSUS-E  g-f-—-F-----
1-2 E-F-—-F
11-25 G-F-—F
122-16 G-F---F--R--
G-F-—F
G-F-—F

17-37
17-38
18-43 Y S -
235-32 G-F---
24-52 G-F
26-2 G
27-18 G
27-20 GVF---F-----
G
G
G

35-2
6-15
7-20
7-7 G-
73-22 G-F---F-----
74-24 O =S =

89-30 G-
89-4 E-
98-1 G-F---F-----

AE_90CF402 G-F---F-----

CONSENSUS-E  g-f---F--

AE_CM240 G-FerFereen
9-58 G-F---F--R--
AE_93TH253 G-F-e-Foemev

CONSENSUS-F  G-----------

93BR0201 RV
93BR029.2 [
90CRO56 [N .
CONSENSUS-G ~ —-F--F--
92NG083 FeFoeee
93NG003 FeFomeee
CONSENSUS-O  ?-F---F-----
ANT70 G-FreeForen-
MVP5180 FeFoeee
CONSENSUS-UNK
CPZGAB Fe
I-210

DEC 97

Nef Epitope 21-24

CONSENSUS-B  dIShFlkekGGLegl

Epitope # HLA

21 DLSHFLKEKGGLEGL (B35)
22 DLSHFLKEKGGLEGL (A2)
23 DLSHFLKEK (A3.1)
24 FLKEKGGL (B8)

CONSENSUS-B  dIShFlkekGGLegl

CONSENSUS-A
U455

IBNG

SF1704
92UG037

Q23

CONSENSUS-B
WR27
AD8
SF2

LAI
NL43
LW123
GLNEF3
GLNEF5
GLNEF6
BRVA
MN

SC
BAL1
JRCSF
JRFL
NH53
ovI
SF162
CAM1
HEI20BL
HEI28BL
HEI39BL
HEI3BL
HEI4BL
SF33
SWB84
HAN
D31

RF

YU2
YU10
BCSG3C
P896
5049501
COL83A
E88NEF
E9ONEF
E8INEF
P102A13
P164A22
P166A10
P171A10
P175A01
P192A13
P226A12
P227A16
P248A01
P357A01
BO1
CD1
D8511
D881
D901
DH1

El

LM1
LSS1
RP12
RR1
SF1
3202A12
3202A21 e




HIV CTL Epitopes

CONSENSUS-B -------mmm - CONSENSUS-E --Feeeeeee- d-- Nef Epitope 25_26
MANC 98-1 _
WEAU160 AE_90CF402 CONSENSUS-B  ekGGLegliysgkR
NEFCA AE_CM240 Epitope # HLA
NEFCC 9-58 25 EKGGLEGLIHSQRR (A1)
P3799-1288-10 AE_93TH253 26 EKGGLEGLIHSQRR (B8)
P50069-100 _
P50192-201 CONSENSUS-F CONSENSUS-B  ekGGLegliysgkR
P 335583812 CONSENSUS-A
P50346-307 : Udse
P50349-11 90CRO56 BNG
P50363-402 CONSENSUS-G ~ -—F-rrne-D— SF1704
P50442-500
92NG083 92UG037
P50495-10 93NG003 Q23
P50864-10
HXB2CG CONSENSUS-O  --F---m- ?-- CONSENSUS-B
NE023 ANT70 e R WR27
NE044 MVP5180 L B D-- ADS8
NE100 SE2
NEFA CONSENSUS-CPZ  ---r-eremmenem LAl
NEFB CPZGAB ~  -reeeeeeeee NL43
NEFC Lw123
NEFD GLNEF3
NEFE GLNEF5
P135-1 GLNEF6
P2615-1 BRVA
P2900-2 MN
P72L-12 sC
P2-10 BAL1
P40A-5 JRGSF
AND1.DAT NH53
DJ93A1.DAT oyl
DJ937.DAT SF162
PC934.DAT CAML
HP83A1.DAT HEI20BL
HP9SF1 HEI28BL
HP94F1 HEI39BL
HP93B1 HEI3BL
BIB-1 HEI4BL
BIl-4 SF33
93JW-3 SwBsa
93LW-2 HAN
94IW-1 D31
941 W-1 RE
95JW-8 YU2
95LW-1 YU10
1062-1-NEF BCSG3C
U00220 P896
CONSENSUS-C = ==-femmmeeeme- 5049501
COL83A
ETH2220
E88NEF
92BR025 ESENEF
RW
AC_92RWO009 E9ONEF
ELI P164A22
26 P166A10
NDK P171A10
84ZR085 P175A01
94UG1141 P192A13
ENSUS-E P226A12
ngS P227A16
11-25 P248A01
122-16 <-F--Ree--D- P357A01
- eFeeeeeDe BO1
17-37 F D
: cb1
17-38
- D8511
18-43
i D881
235-32
N D901
24-52
i DH1
26-2
27-18 El
LM1
27-20
' Lss1
35-2
6-15 RP12
] RR1
7-20
7-7 SF1
73-22 3202A12
3202A21
74-24
89-30 MANC
89-4 WEAU160

I-211
DEC 97



HIV CTL Epitopes

CONSENSUS-B  --------------

NEFCA
NEFCC
P3799-1288-10
P50069-100
P50192-201
P50219-11
P50346-307
P50349-11
P50363-402
P50442-500
P50495-10
P50864-10
HXB2CG
NEO023
NEO44
NE100
NEFA
NEFB
NEFC
NEFD
NEFE
P135-1
P2615-1
P2900-2
P72L-12
P2-10
P40A-5
PD-13
AND1.DAT
DJ93A1.DAT
DJ937.DAT
PC934.DAT
HP83A1.DAT
HP95F1
HP94F1
HP93B1
BIB-1

Bl1-4
93JW-3
93LW-2
94JW-1
94LW-1
95JW-8
95LW-1
1062-1-NEF
u00220

CONSENSUS-C - K--
ETH2220
92BR025
AC_92RW009 ----------- K--

CONSENSUS-D ~ --------- W-K--
ELI

Z6

NDK
847ZR085
94UG1141

CONSENSUS-E - demKr-
1-2
11-25
12216 - D-----KR-
17-37 D---H-KR-
17-38 - D-—H-KR-
18-43 - D-----K--
235-32 e KR-
24-52 ~-e-D---H-K--
26-2 e KR-
27-18 e D----KR-
2720 e D----KR-
352 e D--V--KR-
6-15 Qe GrenenK -
7-20 P
7-7
73-22
74-24
89-30
89-4
98-1
AE_90CF402

CONSENSUS-E

AE_CM240
9-58
AE_93TH253

CONSENSUS-F
93BR0201
93BR029.2
90CRO056

CONSENSUS-G
92NG083
93NG003

CONSENSUS-O
ANT70
MVP5180

CONSENSUS-CPZ -
CPZGAB - V--RR-

I-212
DEC 97

Nef Epitope 27-28

CONSENSUS-B  ysgkRqdILdIwvy
Epitope # HLA
27 HSQRRQDILDLWIY (B27)
28 RRQDILDLWI (B*2705)

CONSENSUS-A  --k---@-----
U455
IBNG
SF1704
92UG037
Q23

CONSENSUS-B
WR27
AD8
SF2

LAI
NL43
LW123
GLNEF3
GLNEF5
GLNEF6
BRVA
MN

SC
BAL1
JRCSF
JRFL
NH53
ovI
SF162
CAM1
HEI20BL
HEI28BL
HEI39BL
HEI3BL
HEI4BL
SF33
SwB84
HAN
D31

RF

YU2
YU10
BCSG3C
P896
5049501
COL83A
E88NEF
E9ONEF
E8INEF
P102A13
P164A22
P166A10
P171A10
P175A01
P192A13
P226A12
P227A16
P248A01
P357A01
BO1
CD1
D8511
D881
D901
DH1

El

LM1
LSS1
RP12
RR1
SF1
3202A12
3202A21
MANC
WEAU160
NEFCA
NEFCC




HIV CTL Epitopes

CONSENSUS-B CONSENSUS-E  --Kr--g------- Nef Epitope 29-34
P3799-1288-10 AE_93TH253
P50069-100 CONSENSUS-B  wwyhTQGyFPdwgnyT
P50192-201 CONSENSUS-F  --K?--@------- Epitope # HLA
P50219-11 93BR0201 29 WIYHTQGYFPDWQNYT (A1)
P50346-307 93BR029.2 30 WIYHTQGYFPDWQ (B17)
P50349-11 90CRO056 31 YHTQGYFPQWQ (B17)
P50363-402 i o 32 TQGYFPDWQNYT (B37)
P50442-500 S%NGSO%QSUS G K§° ________ 33 TQGYFPDWQNYT (B17)
P50495-10 93NG003 A 34 QGYFPDWQNY  (Bw62)
P50864-10
H)égzng CONSENSUS-O  —-H--AE---—-?- CONSENSUS-B  wvyhTQGyFPdwgnyT
ANT70 —H--AE-——
NEOQ44 MVP5180 ~H--AE-----I- S?S%SENSUS A
NE100
NEFA CONSENSUS-CPZ --RR--E------ IBNG
NEFB CPZGAB =S — SF1704
NEFG 92UG037
NEFD Q23
NEFE CONSENSUS-B
P135-1 WR27
P2615-1 ADS
P2900-2 SF2
P72L-12 LAl
P2-10 NL43
P40A-5 LW123
PD-13 GLNEF3
AND1.DAT GLNEFS
DJ93AL.DAT GLNEFE
DJ937.DAT BRVA
PC934.DAT VN
HP83A1.DAT SC
HP95F1 BALL
HP94F1 JRCSE
HP93B1 IRFL
BIB-1 NH53
BI1-4 ol
93JW-3 SF162
93LW-2 CAML
94JW-1 HEI20BL
94LW-1 HEI28BL
95JW-8 HEI39BL
95LW-1 HEI3BL
1062-1-NEF HEI4BL
U00220 SF33
CONSENSUS-C SWB84
ETH2220 HAN
92BR025 D31
AC_92RW009 RF
YU2
CONSENSUS-D YULO
ELI BCSG3C
ﬁGDK P896
84ZR085 A
94UG1141 ESSNEF
CONSENSUS-E E9ONEF
1-2 ESINEF
11-25 P102A13
122-16 P164A22
17-37 P166A10
17-38 P171A10
18-43 P175A01 ceeeeeeeee
235.32 XYV e ——
24-52 P226A12
26-2 P227A16
27-18 P248A01
27-20 P357A01
35-2 BO1
6-15 cD1
7-20 D8511
7-7 D881
73-22 D901
74-24 DH1
89-30 El
89-4 LM1
98-1 LSS1
AE_90CF402 RP12
AE_CM240 RR1
9-58 SF1

1-213
DEC 97



HIV CTL Epitopes

CONSENSUS-B

3202A12
3202A21
MANC
WEAU160
NEFCA
NEFCC
P3799-1288-10
P50069-100
P50192-201
P50219-11
P50346-307
P50349-11
P50363-402
P50442-500
P50495-10
P50864-10
HXB2CG
NEO023
NEO44
NE100
NEFA
NEFB
NEFC
NEFD
NEFE
P135-1
P2615-1
P2900-2
P72L-12
P2-10
P40A-5
PD-13
AND1.DAT
DJ93A1.DAT
DJ937.DAT
PC934.DAT
HP83A1.DAT
HP95F1
HP94F1
HP93B1
BIB-1

Bl1-4
93JW-3
93LW-2
94JW-1
94LW-1
95JW-8
95LW-1
1062-1-NEF

U00220 e

CONSENSUS-C
ETH2220
92BR025
AC_92RW009

CONSENSUS-D
ELI

Z6

NDK

847ZR085
94UG1141

CONSENSUS-E
1-2
11-25
122-16
17-37
17-38
18-43
235-32
24-52
26-2
27-18
27-20
35-2
6-15
7-20
7-7
73-22
74-24

CONSENSUS-E~ —--n---f----mmm-

89-30 N\ S
89-4 S N
98-1
AE_90CF402
AE_CM240
9-58
AE_93TH253

CONSENSUS-F  —----meemmemeee

93BR0201
90CRO056

CONSENSUS-G  -=-N---2--menms
92NG083 =
93NG003 R

CONSENSUS-O  -?-?---F-----?7--
ANT70 N

MVP5180
CONSENSUS-CPZ ------- SR
CPZGAB - SN

I-214
DEC 97

Nef Epitope 35-36
Epitope # HLA
CONSENSUS-B nyTpgpg?ryPLt

35 NYTPGPGVRYPLT (B7)
36 NYTPGPGVRYPL (B7)

CONSENSUS-B nyTpgpg?ryPLt

CONSENSUS-A
U455

IBNG

SF1704
92UG037

Q23

CONSENSUS-B
WR27
AD8
SF2

LAI
NL43
Lw123
GLNEF3
GLNEF5
GLNEF6
BRVA
MN

SC
BAL1
JRCSF
JRFL
NH53
ovI
SF162
CAM1
HEI20BL
HEI28BL
HEI39BL
HEI3BL
HEI4BL
SF33
SWB84
HAN
D31

RF

Yu2
YU10
BCSG3C
P896
5049501
COL83A
E88NEF
E9ONEF
E8INEF
P102A13
P164A22
P166A10
P171A10
P175A01
P192A13
P226A12
P227A16
P248A01
P357A01
BO1
CD1
D8511
D881
D901
DH1

El

LM1
LSS1
RP12
RR1
SF1
3202A12
3202A21
MANC
WEAU160
NEFCA




HIV CTL Epitopes

CONSENSUS-B ~ ----=--=mo CONSENSUS-E =~ ------- j---C N J
ef Epitope 37
NEFCC 9-58 - I----C p p
P3799-1288-10 ------|----- AE_93TH253 == ---C Epitope 37 GPGVRYPLTFGWCY (B*57)
P50069-100  -----ms|----
P50192-201 CONSENSUS-F = ---------oe- CONSENSUS-B  gpg?ryPLtfgwcf
P50219-11 93BR0201
P50346-307 90CR056 ~  ------- E-F--- 8405héSENSUS-A
po0s4s- 1l CONSENSUS-G =~ ------- T-7-- IBNG
P50363-402
- 92NG083 SF1704
P50442-500 93NG003
P50495-10 922%6037
E?(%Sféélo CONSENSUS-O Q
NEO23 ANT70 CONSENSUS-B
MVP5180 WR27
NE044 ADS
NE100 CONSENSUS-CPZ ---T---T-F--C SF2
NEFA CPZGAB —-T---T-F--C LAl
NEFB ~--Se--P-F---
NL43
NEFC e P-F--- LW123
NEFD S,
GLNEF3
NEFE
GLNEF5
P135-1
GLNEF6
P2615-1 BRVA
P2900-2 VN
P72L-12
SC
P2-10
BAL1
P40A-5
JRCSF
PD-13 JRFL
AND1.DAT NH53
DJ93A1.DAT ol
DJ937.DAT SF162
PC934.DAT CAML
HPS3A1.DAT
HEI20BL
HP95F1
HEI28BL
HP94F1
HEI39BL
HP93B1
BIB.1 HEI3BL
HEI4BL
Bl1-4
SF33
93JW-3
SWB84
93LW-2 HAN
94JW-1 D31
94LW-1 RF
95JW-8
Yu2
95LW-1 YU10
1062-1-NEF BCSG3C
U00220
P896
CONSENSUS-C 5049501
ETH2220 COL83A
92BR025 E8SBNEF
AC_92RW009 E9ONEF
E8INEF
ESNSENSUS-D P102A13
76 P164A22
NDK P166A10
847ZR085 P171A10
94UG1141 P175A01
P192A13
CONSENSUS-E P226A12
1-2 P227A16
11-25 P248A01
122-16 P357A01
17-37 BO1
17-38 cD1
18-43 D8511
235-32 D881
24-52 D901
26-2 DH1
27-18 El
27-20 LM1
35-2 LSS1
6-15 RP12
7-20 RR1
7-7 SF1
73-22 3202A12
74-24 3202A21
89-30 MANC
89-4 WEAU160
98-1 NEFCA
AE_90CF402 NEFCC
AE_CM240 P3799-1288-10 ---|---=----

1-215
DEC 97



HIV CTL Epitopes

CONSENSUS-B

P50069-100
P50192-201
P50219-11
P50346-307
P50349-11
P50363-402
P50442-500
P50495-10
P50864-10
HXB2CG
NEO023
NEO44
NE100
NEFA
NEFB
NEFC
NEFD
NEFE
P135-1
P2615-1
P2900-2
P72L-12
P2-10
P40A-5
PD-13
AND1.DAT
DJ93A1.DAT
DJ937.DAT
PC934.DAT
HP83A1.DAT
HP95F1
HP94F1
HP93B1
BIB-1

Bl1-4
93JW-3
93LW-2
94JW-1
94LW-1
95JW-8
95LW-1
1062-1-NEF
u00220

CONSENSUS-C
ETH2220
92BR025
AC_92RWO009

CONSENSUS-D
ELI

Z6

NDK

847ZR085
94UG1141

CONSENSUS-E
1-2

11-25

122-16

17-37

17-38

18-43

235-32

24-52

26-2

27-18

27-20

35-2

6-15

7-20

7-7

73-22

74-24

89-30

89-4

98-1
AE_90CF402
AE_CM240
9-58
AE_93TH253

CONSENSUS-F

93BR0201 -
90CR056 S
CONSENSUS-G =~ ---T-?----?---
92NG083 S
93NG003 --T-F----R---
CONSENSUS-O  ----- F------ L-
ANT70 --T-F-----L-
MVP5180 ---P-F---e--L-
CONSENSUS-CPZ ---T-F--C-----
CPZGAB - T-F--Cmn

N R o S

S T S—

S S

O /2 -

[N P

S T o S

R o S

-|-F--C-—--

S T S

[ G S

G S

N R g

S TG S

[ R S

[ G T

wef-F-eConne

-—-T-F-C-—--

[ o N

---|-F--C-----

ecleeeeCommnm

N T o S

Vo S

[ o S

R TG S

[ G T

O (R o S

SV o S

--|-F--C-----

ceeleeeeComnem

O R g

I-216

DEC 97

Nef Epitope 38-43

CONSENSUS-B
Epitope #

38

39

40

41

42

43

CONSENSUS-B

CONSENSUS-A
U455

IBNG

SF1704
92UG037

Q23

CONSENSUS-B
WR27
AD8
SF2

LAI
NL43
Lw123
GLNEF3
GLNEF5
GLNEF6
BRVA
MN

SC
BAL1
JRCSF
JRFL
NH53
() 4]
SF162
CAM1
HEI20BL
HEI28BL
HEI39BL
HEI3BL
HEI4BL
SF33
SWB84
HAN
D31

RF

Yu2
YU10
BCSG3C
P896
5049501
COL83A
E88NEF
E9ONEF
E8INEF
P102A13
P164A22
P166A10
P171A10
P175A01
P192A13
P226A12
P227A16
P248A01
P357A01
BO1
CD1
D8511
D881
D901
DH1

El

LM1
LSS1
RP12
RR1
SF1

g?ryPLtfgWcfkLvP
HLA

GVRYPLTFGWCYKLVP (Al)
GVRYPLTFGWCYKLVP (B8)
GVRYPLTFGWCYKLVP (B18)
VRYPLTFGWCYKLVP (B57)
RYPLTFGWCYK (B18)
YPLTFGWCF (B35)

g?ryPLtfgWcfkLvP

RTGF--C-R-------
I




HIV CTL Epitopes

CONSENSUS-B  ---rmmrmmemen- CONSENSUS-E :
3209A12 60.50 Nef Epitope 44
3202A21 89-4 Epitope 44  VLEWRFDSRL (A2)
MANC 98-1
WEAU160 AE_90CF402 CONSENSUS-B  vI?WkfDsrl
NEFCA
NEFCC Q_%gcwm CONSENSUS-A  —-menev -
P3799-1288-10 -l-------------- AE_93TH253 U455 --M-----T-
P50069-100 IBNG —|-R-----
P50192-201 CONSENSUS-F SF1704
P50219-11 93BR0201 92UG037
P50346-307 90CR056 Q23
po0349-11 CONSENSUS-G CONSENSUS-B
P50363-402
i} 92NG083 WR27
P20442-500 93NG003 ADS8
P50495-10
P50864-10 SF2
HXB2CG CONSENSUS-O LAI —-E-R--—--
NEO?3 ANT70 NL43 —-E-R----
MVP5180 LW123 --E-R----

NEO3 GLNEF3 —-E-R----
NE100 CONSENSUS-CPZ -T-F--C--nenma- GLNEES =S
NEFA CPZGAB T-F--Crmrmmeee- ==

GLNEF6 E-R
NEFB

BRVA ~-Q-R-----
NEFC

e —-E-R--N--
NEFD BAL1 A-----S
NEFE ~-A-----S-

JRCSF VK-
P135-1
P2615-1 JRFL —E-R-—K-

NH53 --K-R---H-
P2900-2
P72L-12 oVl IRV

SF162 V-R--o-
p2-10 CAM1 M
P40A-5 Moo

HEI20BL P p—
PD-13 HEI28BL Vmeeeee
AND1.DAT

HEI39BL ~Q----Q-
DJ93A1.DAT

HEI3BL - S——
DJ937.DAT HEI4BL --E-R-----
PC934.DAT

SF33 --V=-=-H-
HP83A1.DAT

SWB84 BLVAC
HP95F1

HAN —-K=--=-H-
HP94F1

D31 ~V-R--o-
HP93B1 e v
BIB-1  Neeeeeeeeeee R Ve
BI1-4 YU2 G-E-R-----
03JW-3 YU10 ~E-R-----

BCSG3C —E-R----
93LW-2

P896 —-V-R----
AW 1 49501 M
94LW-1 50 (e

COL83A V-Ro-o-
95JW-8

E8SNEF V-Remms
95LW-1

E9ONEF —V-R----
1062-1-NEF
U00220 ESINEF ~E-R---

P102A13 Y —
CONSENSUS-C P164A22 Y —
ETH2220 P166A10 ~V-R--o-
92BR025 P171A10 ~M-E----
AC_92RW009 P175A01 —V-Reeeev

P192A13 V-R--o-
ESNSENSUS-D BoaenTs o
76 P227A16 (o S—
NDK P248A01 o S—
84ZR085 236517A01 ':_EE-_RR-:_-:_
94UG1141 oy ER
CONSENSUS-E D8511  --Qeemee-
1-2 D881 Q-
11-25 D901 Qe
122-16 DHI  —-Meoeee
17-37 E1l -
17-38 LM1 -
18-43 LSS1 -
235-32 RP12 ~A-R-----
24-52 RR1 --E-R---S-
26-2 SF1 —E-R----
27-18 3202A12 —E-R----
27-20 3202A21 —-E-R----
35-2 MANC -Vemeee
6-15 WEAU160 --M-----K-
7-20 NEFCA < Q--X-
7-7 NEFCC --Q-----S-
73-22 P3799-1288-10 --E-R----
74-24 P50069-100 VA

1-217
DEC 97



HIV CTL Epitopes

CONSENSUS-B

P50192-201
P50219-11
P50346-307
P50349-11
P50363-402
P50442-500
P50495-10
P50864-10
HXB2CG
NEO023
NEO44
NE100
NEFA
NEFB
NEFC
NEFD
NEFE
P135-1
P2615-1
P2900-2
P72L-12
P2-10
P40A-5
PD-13
AND1.DAT
DJ93A1.DAT
DJ937.DAT
PC934.DAT
HP83A1.DAT
HP94F1
HP93B1
BIB-1

Bl1-4
93JW-3
93LW-2
94JW-1
94LW-1
95JW-8
95LW-1
1062-1-NEF
u00220

CONSENSUS-C
ETH2220
92BR025
AC_92RW009

CONSENSUS-D
ELI

Z6

NDK

847ZR085
94UG1141

CONSENSUS-E
1-2

11-25

122-16

17-37

17-38

18-43

235-32

24-52

26-2

27-18

27-20

35-2

6-15

7-20

7-7

73-22

74-24

89-30

89-4

98-1
AE_90CF402
AE_CM240
9-58
AE_93TH253

CONSENSUS-F  ----?---—
e 93BR0201 --K-E-----
-Q-----S- 90CR056 M-
—-M--m-L-
V-Reeee CONSENSUS-G =~ --V-R-?-S-
VP 92NG083 --V-R-N-S-
B 93NG003 -~-V-R---S-
{‘,"R CONSENSUS-O  |---?--RS-
E-Rewe ANT70 I-M----RS-
N MVP5180 I-K-Q--RS-
A CONSENSUS-CPZ --V-R-----
~-V-----S- CPZGAB =V-R-----
-Q-R--—---
--E-R-----
-—-E-R-----
-VE-R----
—E-----S-
—-E-mem-S-
--V-RL--H-
- \---—-H-
—-\-----H-
G-V-----H-
[ y—
--\/-=---H-
—-M--—-K-
. y/— e
--K-----h-
--K---—-H-
--Q-----L-
T g——
—---R-N---
--K-R-N---
--K-R-N---
--M-R-N---
--V-R-N---
--V-R-N---
--m-----a-
—-M-----A-
.
—-M--——-A-
[ (— A-
JI Y/ — A-
Y/ — A-
—L-——--A-
J ) — S-
—-M-----A-
Y/ — A-
Y/ — A-
—-M-----A-
--M-----S-
—-M-----A-
—-M-----A-
Y/ — S-
—-M----- T-
JI ) — A-
—-M-----A-
—-M-----A-
Y/ — S-
—-M--—-A-
—-M-----A-
.

I-218

DEC 97

Nef Epitope 45-55

CONSENSUS-B ?WkfDsrlafthh?arel

Epitope # HLA

45 EWRFDSRLAFHHVAREL (B8)
46 EWRFDSRLAFHHVAREL (A25)
47 EWRFDSRLAFHHVAREL (B35)
48 EWRFDSRLAFHHVAREL (Al)
49 EWRFDSRLAFHHVAREL
(A25(10))

50 DSRLAFHH (B35)
51 DSRLAFHHV (B51)
52 RLAFHHVAR (B52)
53 AFHHVAREL (B52)
54 AFHHVAREL (A2)
55 AFHHVAREL (A3)
CONSENSUS-B ?WkfDsrlafhh?arel
CONSENSUS-A  ------ P-- PP

U455

IBNG

SF1704

92UG037

Q23

CONSENSUS-B
WR27

AD8

SF2 V-R---K-----M----
LAI

NL43
Lw123
GLNEF3
GLNEF5
GLNEF6
BRVA
SC

BAL1
JRCSF
JRFL
NH53
ovI
SF162
CAM1
HEI28BL
HEI39BL
HEI3BL
HEI4BL
SF33
SWB84
HAN

D31

RF

Yu2
YU10
BCSG3C
P896
5049501
COL83A
E88NEF
E9ONEF
E8INEF
P102A13
P164A22
P166A10
P171A10
P175A01
P192A13
P226A12
P227A16
P248A01
P357A01
BO1
CD1
D8511
D881
D901
DH1

El

LM1




HIV CTL Epitopes

CONSENSUS-B CONSENSUS-E ~ m-----a--Rk-i--- Nef Epitope 56
LSS1 7-7 M---=-A--RK-l----
RP12 73-22 M----S--RR-I---Q Epitope 56  HHVARELHPEYFKNC (A1)
RR1 74-24 M----T--RQ-T--—
SF1 89-30 M----- A——RE—I———— CONSENSUS-B  hh?arelhpeyyknc
3202A12 89-4 M----A--RK-l----
3202A21 08-1 M-----A--RR-|---- 8405’\?5’\‘5“5'/*
MANC AE_Q0CF402  M---S--RR-l--- F
WEAU160 AE_CM240 M-----A--RK-V---Q SF1704
NEFCA Q-----X-X==-V---- 9-58 M-----A--RK-T---- SoUGST
NEFCC - AE_93TH253  |----A~-RR-l----
P3799-1288-10 E-R--- CONSENSUS.F e Q23
P50069-100 I R
P50192-201 93BR0201 K-E----LR-I--R \?v%?ENSUS'B
P50219-11 Q 90CR056 M-------- LT-L--VK ADS
Egggﬁgf‘f M-——L—RM CONSENSUS-G ~ V-R-?-S--RR-----? SF2
P20363.402 92NG083 V-R-N-S--RR-L-- LAl
Po0442-500 93NG003 V-R---S--RR-I---Q NL43
- LW123
P50495-10 CONSENSUS-O  --7--RS-G?T---??? GLNEF3
P50864-10 ANT70 M----RS-GNT-V-MIT GLNEF5 BV
HXB2CG MVP5180 K-Q--RS-GLT-I-LQK GLNEF6 eVememmencFane
NE023 BRVA M
NE044 CONSENSUS-CPZ V-R----LR-I---Q SC D-
NE100 CPZGAB V-R---e-LR---Q IRCSE
NEFA JREL
NEFB NH53
NEFC o]
NEFD SF162
NEFE oAML
P135-1 HEI20BL
P2615-1 HEI28BL
P2900-2 HEI39BL
P72L-12 HESBL
p2-10 HEI4BL
P40A-5 SFa3
PD-13 SWB84
AND1.DAT AN
DJ93A1.DAT D31
DJ937.DAT RE
PC934.DAT VU2
HP83A1.DAT YUlo
HP94F1 BCSG3C
HP93B1 A
BIB-1 5049501
Bll-4 COL83A
93JW-3 V-RL-H---R-V--- EGBNEF
93LW-2 VemeoeHemeR-V o EQONEF
94IW-1 VereeHee-R-Vo--M ESINEF
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